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C. thermophilum Supplementary Figure S4 : Selectivity of Nab2 Zn fingers for polyadenosine. Isothermal calorometric titrations comparing the binding of poly(C), poly(G), or poly(U), with poly(A) RNA to Zn fingers 5-7 from S. cerevisiae Nab2. Each polyribonucleotide contained eight bases. Whereas S. cerevisiae Zn fingers 5-7 showed tight binding with a Kd of 0.5 µM, there was no detectable binding to poly(C), poly(G) or poly(U) RNA, indicating that these had substantially lower affinity for the Nab2 Zn fingers.
Supplementary Figure S5 . A model illustrating how a single A8 RNA chain could bind to C.thermophilum Nab2 Zn fingers 3-5. A model A 8 RNA bound to chain A of the crystal structure was constructed using COOT (35). The structure of the crystal A chain was unaltered and the bond length (0.005 Å) and bond angle (0.74˚) rmsds of the RNA were within the normal range. In this model (A), five adenine rings are bound in the same positions as the adenines seen in the crystal structure (B) and with the orientation depicted in Figure  4D . The bound adenines are shown in yellow, whereas unbound adenines and the RNA backbone are white. Although this model demonstrates that it is possible for a single A 8 RNA to bind to Zn fingers 3-5, we stress that this is one of many possibilities and further work will be needed to define the precise path followed by this chain on the surface of the fingers in the complex.
